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Abstract. – OBJECTIVE: MiRNAs are im-
portant regulators in cell progression, tumor 
formation, and development. The poor prog-
nosis and high incidence of osteosarcoma 
are difficult to treat. Therefore, studying the 
mechanism of OS progression is conducive to 
the diagnosis and treatment of OS. However, 
the role of miRNA in OS progression has not 
been fully explored.

MATERIALS AND METHODS: The expres-
sion of miR-654-5p and SIRT6 was detected 
using qRT-PCR. Western blot was applied to 
measure the protein expression of SIRT6. Trans-
fected cells proliferation was measured using 
MTT assay. Transwell was performed to assess 
cell migrated and invasive capacity. Animals 
experiment was used to verify the regulatory 
mechanism of miR-654-5p in OS. 

RESULTS: In this study, we found that miR-
654-3p was downregulated while SIRT6 ex-
pression was upregulated in OS tissues and 
cells. Meanwhile, the overexpression of miR-
654-5p suppressed cell proliferation, invasion, 
and migration in OS cells. Otherwise, Lucif-
erase reporter assay determined that SIRT6 
was a target gene of miR-654-5p. Notably, the 
promotion effect of anti-miR-654-5p on cell 
proliferation, migration, and invasion was re-
versed by inhibition of SIRT6 in OS. Moreover, 
the promotion of miR-654-5p inhibited OS tu-
mor growth in vivo.

CONCLUSIONS: MiR-654-5p regulated cell 
progression and tumor growth by targeting 
SIRT6 in OS, providing a new therapeutic tar-
get for OS.

Key Words:
MiR-654-5p, SIRT6, Osteosarcoma, Migration, Inva-

sion, Proliferation.

Introduction

Osteosarcoma (OS) is one of the most com-
mon primary tumors, characterized by a high 
degree of malignancy, which can rapidly destroy 
surrounding tissues and metastasize, seriously 
affecting the prognosis of patients1,2. Traditional 
treatments such as surgery, radiotherapy and che-
motherapy have certain limitations, resulting in a 
lower 5-year survival rate3,4. Therefore, the iden-
tification of new molecules abnormally expressed 
in OS cells provides a possibility for further inter-
pretation of the mechanism of tumor progression 
and could serve as a prognostic marker for OS.

MicroRNAs are a class of endogenous, 
non-coding RNAs that are 19-25 nucleotides in 
length and silence the expression of a target gene 
by completely or incompletely binding to its 3’ 
UTR, thereby regulating  their target mRNA 
degradation or translational inhibition5,6. MiR-
NA were closely associated with many cancers, 
such as colorectal cancer, pancreatic cancer and 
OS7-9. MiRNAs not only affect tumor formation 
and cell growth, but also participate in cancer 
resistance and immune responses10-12. More-
over, accumulating studies have shown that mi-
croRNAs are abnormally expressed during the 
development of OS, including miR-184, miR-
320, and miR-12413-15. Moreover, miR-654-5p is 
abnormally expressed during the pathological 
progression of OS, suggesting that it may be in-
volved in the development of OS16.

In this study, we found that miR-654-5p was 
downregulated in OS cells and tissues. However, 
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the role of miR-654-5p in OS has not been fully 
known and clarified. To further explore the spe-
cific role of miR-654-5p and its potential molec-
ular mechanisms, this study was conducted to 
investigate the effect of miR-654-5p on the bio-
logical characteristics of OS cells by in vitro and 
in vivo experiments, and to analyze its regulatory 
mechanism.

Materials and Methods

Patients and Tissues 
Sixty-three pairs of OS tissues and adjacent 

tissues were obtained from patients who were di-
agnosed at Tai’an Central Hospital. All patients 
had not undergone chemotherapy and other ther-
apies. All samples were stored in liquid nitrogen 
at -80°C for following experiments. This study 
was approved by the Research Ethics Committee 
of Tai’an Central Hospital. Written informed con-
sent was signed by all patients.

Cells Cultured and Transfection
Human OS cell lines (U2-OS and MG-63) 

and normal cell lines (hFOB 1.19) were pur-
chased from the American Type Culture Collec-
tion (ATCC; Manassas, VA, USA). All cells were 
cultured in Dulbecco’s Modified Eagle’s Medium 
(DMEM; HyClone, South-Logan, UT, USA) con-
taining 10% fetal bovine serum (FBS) in humidi-
fied atmosphere with 5% CO2 at 37°C.

MiR-654-5p mimics (miR-654-5p), miR-654-
5p inhibitor (anti-miR-65-5p), si-SIRT6, and their 
negative control (miR-NC, anti-NC and si-NC) 
were obtained from GenePHarma (Shanghai, 
China). Lipofectamine 2000 (Invitrogen, Carls-
bad, CA, USA) were used to transfect vector and 
oligos into the OS cells (U2-OS and MG63) fol-
lowing the manufacturer’s protocol.

qRT-PCR 
Total RNA in tissues and cells was extracted us-

ing TRIzol (Invitrogen, Carlsbad, CA, USA). For 
the detection of miR-654-5p expression, TaKaRa 
RNA PCR kit (TaKaRa, Otsu, Shiga, Japan) and 
TaqMan microRNA assay (Applied Biosystems, 
Foster City, CA, USA) were used. For detection 
of SIRT6 expression, TaKaRa RNA PCR kit (Ta-
KaRa, Otsu, Shiga, Japan) and TaqMan® Reverse 
Transcription Reagents kit (Applied Biosystems, 
Foster City, CA, USA) were used. Real Time-PCR 
was performed by using a SYBR Green Premix 
Ex Taq (TaKaRa, Otsu, Shiga, Japan) according 

to the manufacturer’s instruction. α-tubulin was 
used as an internal control. The primer sequenc-
es were used as following: miR-654-5p Forward: 
5’-UGGUGGGCCGCAGAACAUGUGC-3’; 
miR-654-5p reverse: 5’-ACAUGUUCUGCGG-
CCCACGAAU-3’; α-tubulin Forward: 5’-TATC-
GAGCGCCCAACCTACACT-3’; α-tubulin 
Reverse: 5’-CACCAGGTTGGTCTGGAATTCT-
GTC-3’; SIRT6 Forward: 5’-GCG TGTGGAG-
TATTTGGATGAC-3’; SIRT6 Reverse: 5’-AGT-
GTGATGATGGTGAGGATGG-3’.

Western Blot
Proteins were extracted form cells and tissues 

and separated on sodium dodecyl sulphate-poly-
acrylamide gel electrophoresis (SDS-PAGE) gel. 
Then, the proteins were transferred onto poly-
vinylidene difluoride (PVDF) membrane and 
blocked by non-fat milk for 1 h at 37°C. The 
PVDF membrane was incubated with primary 
antibodies, including SIRT6 (Abcam, Cambridge, 
MA, USA) and α-tubulin (Abcam, Cambridge, 
MA, USA). Then, the horseradish peroxidase 
(HRP)-conjugated secondary antibody was ob-
tained from Cell Signaling Technology (CST, 
Danvers, MA, USA) and was incubated with 
membrane. Finally, the bolt was detected using 
enhanced chemiluminescence (ECL) Advance 
Western Detection Reagents (GE Healthcare, Lit-
tle Chalfont, UK).

Luciferase Reporter Assay
The wild-type or mutant miR-654-3p binding 

sites in 3’-UTR of SIRT6 was synthesized and 
inserted into pMIR-REPORT™ (Thermo-Fish-
er Scientific, Waltham, MA, USA) to construct 
SIRT6 wild-type reporter vector (SIRT6-Wild) or 
SIRT6 mutation reporter vector (SIRT6-Mutant). 
OS cells (U2-OS and MG63) were cotransfected 
with SIRT6-Wild or SIRT6-Mutant and miR-NC 
or miR-654-5p using Lipofectamine 2000 (Invi-
trogen, Carlsbad, CA, USA), respectively. After 
transfection, Luciferase activity was measured 
using the Dual-Luciferase Reporter Assay Sys-
tem (Promega, Madison, WI, USA).

Cell Proliferation
Cell proliferation was measured using 3-(4,5-di-

methylthiazol-2-yl)-2,5-diphenyl-2H-tetrazolium 
bromide (MTT) assay. Briefly, 2 × 103 OS cells 
(U2-OS and MG63) were seeded into a 96-well 
plate. After incubation overnight, 10 ul MTT 
solution (Sigma-Aldrich, St. Louis, MO, USA) 
was added into each plate and then cultured for 4 
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h at room temperature. Then, 150 mL of dimeth-
yl sulfoxide (DMSO) were added into each well. 
Cell proliferation was detected at a wavelength of 
450 nm by using a microplate reader (Bio-Rad, 
Hercules, CA, USA).

Cell Invasion and Migration
Cell invasion and migration were detected 

using transwell migrated and invasive assay. For 
the invasion assay, the cells were added into the 
upper chamber with Matrigel (BD Bioscience, 
Franklin Lakes, NJ, USA). For the migration as-
say, the cells were seeded into the upper chamber 
without Matrigel. Next, DMEM with FBS were 
added into the below chamber served as chemo-
attractant. After 24 h incubation, the cells in the 
upper chamber were removed and the cells in the 
below chamber were fixed with 90% alcohol and 
stain with crystal violet. Finally, the cells were 
counted with an inverted microscope (Olympus, 
Tokyo, Japan).

In Vivo
To ensure the effect of miR-654-5p on tumor 

growth, female BALB/c nude mice at 5-6 weeks 
were purchased from Vitalriver (Beijing, China) 
and were injected into the U2-OS cells trans-
fected with Leti-NC or leit-miR-654-5p. All an-
imal experiments were approved by Tai’an Cen-
tral Hospital Animal Care and Use Committee. 
Tumor volume was measured by measuring the 
length (L) and width (W) with Vernier caliper ev-
ery day. After 30 days, the mice were sacrificed to 
measure the tumor weight.

Statistical Analysis
All data were presented as mean±standard 

deviation (SD). The data were analyzed and dis-

played using GraphPad Prism 7.0 (San Diego, 
CA, USA). Statistical evaluation was assessed 
using Student’s t-test, to compare the difference 
between two groups. One-way analysis followed 
by Tukey’s test was used to perform the differ-
ence analysis among multiple groups. *p < 0.05 
was considered as statistically significant.

Results

miR-654-5p Was Downregulated 
in Tumor Tissues and Cells of OS

qRT-PCR analysis showed that miR-654-5p 
has much lower levels of OS cells (MG-63 and 
U2-OS) or OS tissues than normal cells or tissues, 
implying that miR-654-5p was implicated in the 
formation of OS (Figure 1A and 1B). In addition, 
correlation analysis between the expression of 
miR-654-5p and its clinicopathological parameters 
in OS showed that the high level of miR-654-5p 
was closely associated with TNM stage (p<0.01), 
lymph node (p<0.01, Supplementary Table I), and 
high survival rate of OS (Supplementary Figure 
1). Thus, these results suggested that miR-654-5p 
played an important role in OS progression.

Overexpression of MiR-654-5p 
Suppressed Cell Proliferation, 
Invasion and Migration in OS

To investigate the effect of miR-654-5p on 
cell progression in OS, miR-654-5p was trans-
fected into MG-63 and U2-OS cells, which sta-
bly expressed high miR-654-5p (Figure 2A). 
MTT assay performed that miR-654-5p trans-
fection inhibited cell proliferation in MG-63 
and U2-OS cells (Figure 2B). Furthermore, cell 
migrated capacity of MG-63 and U2-OS cells 

Figure 1.  MiR-654-5p was downregulated in tumor tissues and cells of OS. A, The expression of miR-654-5p was detected 
by qRT-PCR in normal tissues and OS tissues. B, The expression of miR-654-5p was measured in OS cell lines (U2-OS and 
MG-63) and normal cell lines (hFOB 1.19) via qRT-PCR. *p<0.05.
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transfected with miR-654-3p was much lower 
than that of MG-63 and U2-OS cells transfect-
ed with NC (Figure 2C). Similarly, as shown in 
Figure 2D, cell invasion in miR-654-5p groups 
was significantly decreased compared with that 
in NC and control groups. Thus, the promotion 
of miR-654-5p repressed cell proliferation, inva-
sion, and migration in OS.

SIRT6 was a Target Gene 
of MiR-654-5p in OS

To further explore the regulatory mechanism 
of miR-654-5p in OS, SIRT6 was predicted to be 
a target gene using TargetScan (http://www.tar-
getscan.org/vert_71/) (Figure 3A).

Then, Luciferase reporter assay was applied to 
ensure the relationship between SIRT6 and miR-

Figure 2.  Overexpression of miR-654-5p suppressed cell proliferation, invasion and migration in OS. A, The expression of 
miR-654-5p was detected in control, NC, miR-654-5p groups of MG-63 and U2-OS cells with qRT-PCR assay. B, MTT assay 
was used to measure cell proliferation in control, NC, miR-654-5p groups of MG-63 and U2-OS cells. C-D, Transwell assay 
was used to assess cell migration and invasion (100×) in control, NC, miR-654-5p groups of MG-63 and U2-OS cells. *p<0.05.
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654-5p. The results showed that when miR-654-5p 
bound to the SIRT6-Wild, but not SIRT-Mutant, 
the Luciferase activities were significantly reduced 
in MG-63 and U2-OS cells (Figure 3B). In total, 
miR-654-5p directly targeted SIRT6 in OS cells.

SIRT6 was Upregulated 
in Tumor Tissues and Cells of OS

Then, we also found that SIRT6 expression was 
induced in OS tissues (Figure 4A) and the nega-
tive correlation between miR-654-5p and SIRT6 
in OS tissues was verified by Pearson correlation 
analysis (Figure 4B). Additionally, the mRNA 
and protein expression of SIRT6 was increased in 
OS cells (MG-63 and U2-OS) (Figure 4C). More-
over, in MG-63 and U2-OS cells, the expression 
of SIRT6 was induced by anti-miR-654-5p trans-
fection while it was reduced by miR-654-5p trans-
fection (Figure 4D). Thus, the regulatory network 
between miR-654-5p and SIRT6 played an im-
portant role in the development of OS.

Inhibition of MiR-654-5p Promoted 
Cell Growth, Which Was Impaired 
by the Reduction of SIRT6 in OS

Rescue experiment was applied to prove the reg-
ulatory network between miR-654-5p and SIRT6. 
The results of Western blot demonstrated that anti-
miR-654-5p promoted SIRT6 protein expression, 
which was inhibited by si-SIRT6 transfection in 
MG-63 and U2-OS cells (Figure 5A). MTT assay 

and transwell assay determined that the promotion 
effect of anti-miR-654-5p on cell proliferation, mi-
gration, and invasion were reversed by inhibition 
of SIRT6 in MG-63 and U2-OS cells (Figure 5B-
5D). These data indicated that miR-654-5p affect-
ed cell growth by modulating SIRT6 in OS.

Overexpression of MiR-654-5p Inhibited 
Tumor Growth and Repressed SIRT6 Ex-
pression in OS In Vivo

Next, we demonstrated the regulatory mecha-
nism of miR-654-5p in mice. The results showed 
that the tumor volume in Leti-miR-654-5p group 
was significantly decreased compared with that 
in Leti-NC groups (Figure 6A). Moreover, tumor 
weight in Leti-miR-654-5p group was significantly 
less than that in Leti-NC group (Figure 6B). In ad-
dition, Leti-miR-654-5p induced the expression of 
miR-654-5p and decreased SIRT6 protein expres-
sion in vivo. Therefore, the promotion of miR-654-
5p inhibited tumor growth and repressed SIRT6 
expression in OS in vivo (Figure 6C-6D).

Discussion

OS is the most common primary malignancy 
with a poor prognosis. MiRNAs have been shown 
to play an important role in cancer treatment and 
diagnosis. Moreover, miRNAs are also widely in-
volved in cell metabolism and progression, regu-

Figure 3. SIRT6 was a target gene of miR-654-5p in OS. A, SIRT6 has binding sites in 3’UTR with miR-654-5p using 
TargetScan. B, Luciferase activities of SIRT6-Wild and SIRT6-Mutant were measured in NC and miR-654-5p groups using 
Luciferase reporter assay in MG-63 and U2-OS cells. *p<0.05.
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lating cell proliferation, invasion, and apoptosis in 
a variety of cancers17-19. In OS, miRNA plays an 
indispensable role in many biological processes, 
from OS formation to migration and invasion20-22. 
Consistently, the expression level of miR-92b was 
upregulated in OS tissues, and the overexpression 
of miR-92b promoted tumor proliferation, migra-
tion, and invasion in OS via targeting RECK23. In 
addition, the inhibition of miR-183 promoted cell 

migration and invasion by modulating Ezrin in 
OS24. MiR-654-5p is under-expressed in OS16, sug-
gesting that miR-654-5p plays a role in the forma-
tion of OS. In fact, miR-654-5p has been shown to 
be involved in the regulation of other cancer cell 
metabolism. MiR-654-5p was highly expressed in 
tumor tissues and attenuated cell progression in 
breast cancer by targeting EPSTI125. These results 
further demonstrated the importance of miR-654-

Figure 4. SIRT6 was upregulated in tumor tissues and cells of OS. A, The expression of SIRT6 was detected by qRT-PCR in 
normal tissues and OS tissues. B, Pearson’s correlation analysis analyzed the relationship between miR-654-5p and SIRT6 in 
OS tissues. C, The mRNA and protein expression of SIRT6 was measured in OS cell lines (U2-OS and MG-63) and normal 
cell lines (hFOB 1.19) via qRT-PCR and Western blot. D, The protein expression of SIRT6 was detected in NC, miR-654-5p, 
anti-NC and anti-miR-654-5p groups of U2-OS and MG-63 cells via Western blot. *p<0.05.
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5p’s role in cancer formation and therapy. In this 
paper, we found that the increase of the expres-
sion of miR-654-5p contributed to the inhibition of 
proliferation, migration, and invasion of OS cells, 
demonstrating that miR-654-5p was involved in 
the formation and cell growth of OS. However, 
miR-654-5p was upregulated in oral squamous cell 
carcinoma (OSCC) and promoted proliferation, 
which is associated with poor prognosis26, which 
might be due to the difference in cancer tissue that 
leads to inconsistent expression of miR-654-5p in 
different cancers.

The regulation of miR-654-5p is insepara-
ble from the regulation of its downstream target 
genes. In this experiment, we first discovered 
and demonstrated that SIRT6 is the target gene 
of miR-654-5p. SIRT6 is highly expressed in OS 
cells and tissues. Moreover, miR-654-5p overex-
pression inhibits the expression of SIRT6 in OS 
cells. SIRT6 is also involved in cancer cell pro-
gression, such as proliferation, apoptosis, inva-
sion, and immune response27-30. Besides, the over-
expression of SIRT6 promoted massive apoptosis 

in cancer cells31. In this paper, SIRT6 has been 
shown to be involved in the regulation of OS cell 
growth. Inhibition of miR-654-5p promoted cell 
growth, which was impaired by the reduction of 
SIRT6 in OS. Therefore, miR-654-5p regulated 
cell progression and tumor growth by targeting 
SIRT6 in OS. Moreover, we also found that in-
creasing the expression of miR-654-5p inhibits 
OS tumor growth by inhibiting the expression of 
SIRT6 in vivo.

Conclusions

We first discovered that miR-654-5p regulates 
osteosarcoma cell progression by targeting SIRT6. 
Moreover, miR-654-5p could serve as a prognostic 
marker for OS and its regulatory network further 
elucidates the mechanism of OS formation. 
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Figure 5. Inhibition of miR-654-5p promoted cell growth, which was impaired by the reduction of SIRT6 in OS. A, The pro-
tein expression of SIRT6 was detected in anti-NC, anti-miR-654-5p, anti-miR-654-5p+si-NC and anti-miR-654-5p+si-SIRT6 
groups of MG-63 and U2-OS cells via Western blot. B, Cell proliferation was measured via MTT assay in anti-NC, anti-miR-
654-5p, anti-miR-654-5p+si-NC and anti-miR-654-5p+si-SIRT6 groups of MG-63 and U2-OS cells. C-D, Cell migration (C) 
and invasion (D) were calculated via transwell assay in anti-NC, anti-miR-654-5p, anti-miR-654-5p+si-NC and anti-miR-654-
5p+si-SIRT6 groups of MG-63 and U2-OS cells. *p<0.05.

A

C

B

D



X.-Z. Xu, H. Song, Y. Zhao, L. Zhang

3524

References

  1) Mirabello l, Troisi rJ, savage sa. Osteosarcoma 
incidence and survival rates from 1973 to 2004: 
data from the surveillance, epidemiology, and 
end results program. Cancer 2009; 115: 1531-
1543.

  2) Meyers Pa, gorlick r. Osteosarcoma. Pediatr Clin 
North Am 1997; 44: 973-989.

  3) bielack s, carrle D, JosT l; ESMO Guidelines 
Working Group. Osteosarcoma: ESMO Clinical 
Recommendations for diagnosis, treatment and 
follow-up. Ann Oncol 2008; 19 Suppl 2: ii94-96.

  4) Nagao-kiTaMoTo H, seTogucHi T, kiTaMoTo s, Na-
kaMura s, Tsuru a, NagaTa M, NagaNo s, isHiDou y, 
yokoucHi M, kiTaJiMa s, yosHioka T, MaeDa s, yoNe-
zawa s, koMiya s. Ribosomal protein S3 regulates 
GLI2-mediated osteosarcoma invasion. Cancer 
Lett 2015; 356: 855-861.

  5) liu b, liu l, TsykiN a, gooDall gJ, greeN Je, zHu M, 
kiM cH, li J. Identifying functional miRNA-mRNA 
regulatory modules with correspondence latent 
dirichlet allocation. Bioinformatics 2010; 26: 3105-
3111.

  6) JoNes-rHoaDes Mw, barTel DP. Computational iden-
tification of plant microRNAs and their targets, 
including a stress-induced miRNA. Mol Cell 2004; 
14: 787-799.

  7) guo H, Hu X, ge s, QiaN g, zHaNg J. Regulation of 
RAP1B by miR-139 suppresses human colorectal 
carcinoma cell proliferation. Int J Biochem Cell 
Biol 2012; 44: 1465-1472.

  8) HusseiN Na, kHoly za, aNwar MM, aHMaD Ma, aHMaD 
sM. Plasma miR-22-3p, miR-642b-3p and miR-
885-5p as diagnostic biomarkers for pancreatic 
cancer. J Cancer Res Clin Oncol 2017; 143: 83-93.

  9) He P, zHaNg z, HuaNg g, waNg H, Xu D, liao w, 
kaNg y. MiR-141 modulates osteoblastic cell pro-
liferation by regulating the target gene of lncRNA 
H19 and lncRNA H19-derived miR-675. Am J 
Transl Res 2016; 8: 1780-1788.

 10) He z, yi J, liu X, cHeN J, HaN s, JiN l, cHeN l, soNg 
H. MiR-143-3p functions as a tumor suppressor 
by regulating cell proliferation, invasion and epi-
thelial–mesenchymal transition by targeting QKI-
5 in esophageal squamous cell carcinoma. Mol 
Cancer 2016; 15: 51.

 11) HoNg l, yaNg z, Ma J, FaN D. Function of miRNA 
in controlling drug resistance of human cancers. 
Current Drug Targets 2013; 14: 1118-1127.

 12) JiaNg T, ye l, HaN z, liu y, yaNg y, PeNg z, FaN J. 
MiR-19b-3p promotes colon cancer proliferation 
and oxaliplatin-based chemoresistance by tar-
geting SMAD4: validation by bioinformatics and 
experimental analyses. J Exp Clin Cancer Res 
2017; 36: 131.

Figure 6. Overexpression of miR-654-5p inhibited tumor growth and repressed SIRT6 expression in OS in vivo. A, Tumor 
volumes were calculated between Leti-miR-654-5p and Leti-NC group. B, Tumor weights were evaluated in Leti-miR-654-5p 
and Leti-NC group. C, qRT-PCR assay detected miR-654-5p expression in Leti-miR-654-5p and Leti-NC group. D, Western 
blot assay was applied to measure the protein expression of SIRT6 in Leti-miR-654-5p and Leti-NC group. *p<0.05.

A

C

B

D



MiR-654-5p regulated cell progression and tumor growth through targeting SIRT6 in osteosarcoma

3525

 13) liN bc, HuaNg D, yu cQ, Mou y, liu yH, zHaNg 
Dw, sHi FJ. MicroRNA-184 modulates doxorubicin 
resistance in osteosarcoma cells by targeting 
BCL2L1. Med Sci Monit 2016; 22: 1761-1765.

 14) cHeNg c, cHeN zQ, sHi XT. MicroRNA-320 inhibits 
osteosarcoma cells proliferation by directly tar-
geting fatty acid synthase. Tumor Biol 2014; 35: 
4177-4183.

 15) geNg s, zHaNg X, cHeN J, liu X, zHaNg H, Xu X, Ma 
y, li b, zHaNg y, bi z. The tumor suppressor role 
of miR-124 in osteosarcoma. PLoS One 2014; 9: 
e91566.

 16) Maire g, MarTiN Jw, yosHiMoTo M, cHilToN-MacNeill 
s, zieleNska M, sQuire Ja. Analysis of miRNA-gene 
expression-genomic profiles reveals complex 
mechanisms of microRNA deregulation in osteo-
sarcoma. Cancer Genet 2011; 204: 138-146.

 17) laN H, lu H, waNg X, JiN H. MicroRNAs as po-
tential biomarkers in cancer: opportunities and 
challenges. Biomed Res Int 2015; 2015: 125094.

 18) liu wy, yaNg z, suN Q, yaNg X, Hu y, Xie H, gao HJ, 
guo lM, yi Jy, liu M, TaNg H. MiR-377-3p drives 
malignancy characteristics via upregulating GSK-
3β expression and activating NF-κB pathway in 
hCRC cells. J Cell Biochem 2018; 119: 2124-2134.

 19) liu z, suN J, liu b, zHao M, XiNg e, DaNg c. MiR-
NA-222 promotes liver cancer cell proliferation, 
migration and invasion and inhibits apoptosis by 
targeting BBC3. Int J Mol Med 2018; 42: 141-148.

 20) liu lH, li H, li JP, zHoNg H, zHaNg Hc, cHeN J, Xiao 
T. MiR-125b suppresses the proliferation and mi-
gration of osteosarcoma cells through down-reg-
ulation of STAT3. Biochem Biophys Res Commun 
2011; 416: 31-38. 

 21) guo X, yu l, zHaNg z, Dai g, gao T, guo w. MiR-
335 negatively regulates osteosarcoma stem cell-
like properties by targeting POU5F1. Cancer Cell 
Int 2017; 17: 29.

 22) zHou y, HuaNg z, wu s, zaNg X, liu M, sHi J. 
MiR-33a is up-regulated in chemoresistant os-
teosarcoma and promotes osteosarcoma cell re-
sistance to cisplatin by down-regulating TWIST. 
J Exp Clin Cancer Res 2014; 33: 12.

 23) zHou z, waNg z, wei H, wu s, waNg X, Xiao J. 
Promotion of tumour proliferation, migration and 
invasion by miR-92b in targeting RECK in osteo-
sarcoma. Clin Sci (Lond) 2016; 130: 921-930.

 24) zHu J, FeNg y, ke z, yaNg z, zHou J, HuaNg X, waNg 
l. Downregulation of miR-183 promotes migration 
and invasion of osteosarcoma by targeting Ezrin. 
Am J Pathol 2012; 180: 2440-2451.

 25) TaN yy, Xu Xy, waNg JF, zHaNg cw, zHaNg sc. MiR-
654-5p attenuates breast cancer progression by 
targeting EPSTI1. Am J Cancer Res 2016; 6: 522-
532.

 26) lu M, waNg c, cHeN w, Mao c, waNg J. MiR-654-
5p targets GRAP to promote proliferation, metas-
tasis, and chemoresistance of oral squamous cell 
carcinoma through Ras/MAPK signaling. DNA 
Cell Biol 2018; 37: 381-388.

 27) bauer i, grozio a, lasigliè D, basile g, sTurla l, 
MagNoNe M, sociali g, soNciNi D, caFFa i, Poggi 
a, zoPPoli g, cea M, FelDMaNN g, MosToslavsky 
r, ballesTrero a, PaTroNe F, bruzzoNe s, NeNcioNi 
a. The NAD+-dependent histone deacetylase 
SIRT6 promotes cytokine production and migra-
tion in pancreatic cancer cells by regulating Ca2+ 
responses. J Biol Chem 2012; 287: 40924-40937.

 28) kHoNgkow M, olMos y, goNg c, goMes ar, MoN-
Teiro lJ, yagüe e, cavaco Tb, kHoNgkow P, MaN 
eP, laoHasiNNaroNg s, koo cy, HaraDa-sHoJi N, 
TsaNg Jw, cooMbes rc, scHwer b, kHoo us, laM 
ew. SIRT6 modulates paclitaxel and epirubicin 
resistance and survival in breast cancer. Carcino-
genesis 2013; 34: 1476-1486.

 29) liu y, Xie Qr, waNg b, sHao J, zHaNg T, liu T, HuaNg 
g, Xia w. Inhibition of SIRT6 in prostate cancer 
reduces cell viability and increases sensitivity to 
chemotherapeutics. Protein Cell 2013; 4: 702-710.

 30) liN z, li J. SIRT6 links immune response and 
metabolism to cancer. Austin J Clin Pathol 2014; 
1: 1004.

 31) vaN MeTer M, Mao z, gorbuNova v, seluaNov a. 
SIRT6 overexpression induces massive apopto-
sis in cancer cells but not in normal cells. Cell 
Cycle 2011; 10: 3153-3158.


