
Dear Editor,

We read the article titled “The influence of angiotensin converting enzyme-2 gene polymorphisms
on type 2 diabetes mellitus and coronary heart disease” by Chaoxin et al1 with great interest. However,
we would like to make a few suggestions regarding the analysis and presentation of data.

As it is known, the types of variables are nominal, ordinal, and numeric. If the variables are numer-
ic, they should be defined whether it’s compatible with normal distribution or not2,3. Normal distribu-
tion may control with both visual tests and functional tests. Visual tests are graphical techniques includ-
ing Q-Q plot, P-P plot, and histogram. Functional tests include statistical tests (Kolmogorov-Smirnov
and Shapiro-Wilk), skewness and kurtosis2. The authors did not report any normalization tests in the
paper. Furthermore, in Table II, the standard deviation (SD) of some parameters, for example urine mi-
croprotein and E/A ratio, are so large that it renders interpretation of data almost impossible. Such a
large SD would bring the normal distribution of the data into question, which in turn, would alter the
selection of statistical tests in favor of non-parametric tests like Wilcoxon Signed Rank test. Also, in-
stead of SD, we recommend the authors use of standard of error of mean; as the prior shows how
widely scattered some measurements and the latter focuses on indicating the uncertainty around the
estimate of the mean measurement, and is also more useful in determining a confidence interval (CI).

In addition, to better interpret the differences between groups, presentation of the p values of
every parameter in a separate column would be very helpful.

We would like to conclude by congratulating Chaoxin et al1 on their study and suggest that exten-
sion of this study to different populations would prove useful in finally establishing the place of an-
giotensin converting enzyme-2 (ACE-2) polymorphisms in this cohort of patients.
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